
Krüppel 
•  Clustering Window Size: 700bp 
•  Individual Site p-value cutoff: .0003 
•  All binding sequences derived from Kr were removed 
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Minimum number of sites: 12
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Minimum number of sites: 13
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Minimum number of sites: 14
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Minimum number of sites: 15
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Minimum number of sites: 16
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Minimum number of sites: 17
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Minimum number of sites: 18
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